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Employment 
2004-2008 Postdoctoral Fellow, Department of Human Genetics, University of    

Chicago 
2008-2012 Assistant Professor, Department of Evolution and Ecology, University of  

California Davis. 
2012-  Associate Professor, Department of Evolution and Ecology, University of  

California Davis. 
 
 
Education 
1997–2001  University of Reading, M.Phys. Physics, 1st Class degree 
2001–2004  Statistics Department, Oxford University, D.Phil. student. 

‘Computationally Intensive Methods for Detecting Selection under the 
Coalescent’ supervised by Professor R.C. Griffiths 

 
Awards and Activities 
2006  ASHG Postdoctoral Presentation Award Finalist. New Orleans. 
2006       Our work with the Rubin group on Neanderthal genomic DNA along with 

a paper by the Paabo group was chosen by Science to be one of the 
breakthroughs of the year.  

2007 Winner of ASHG Award for Postdoctoral Basic Research. San Diego. 
2009-2010 Member of Faculty of 1000 
2009-2013  Sloan Foundation Research Fellowship 
2013-  Associate Editor for PLOS Genetics 
2014  UC Davis College of Biology Research Prize.  
2015-2019 UC Davis Chancellor’s fellow.  
 
Grant Support for work in Coop lab. 
Sloan Foundation Research Fellowship 2009-2013 
NIH RO1 Recombination Rate Variation and Evolution in Primates (co-Investigator, 
Przeworski PI) 
NSF Collaborative Research: ABI Innovation: Visualization and Statistics for Spatial 
Population Genomic Analysis (Ralph and Coop) 
NIH GMS Genome-wide approaches to polygenic adaptation. 
NSF Collaborative Research: The ecological genomic basis of parallel serpentine 
adaptation in Mimulus (Willis, Salt, and Coop) 
 



NSF Postdoctoral fellowship to Yaniv Brandvain (2010), Nancy Chen (2015), Emily 
Josephs (2015), NRSA Postdoctoral fellowship to Peter Ralph (postdoc).  
NSF graduate fellowships to Vince Buffalo, Alisa Sedgihfar, Jeremy Berg, and Kristin 
Lee. 
 
Papers (* - denotes equal contribution.) 
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An approximate likelihood for genetic data under a model with recombination and 
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Expression quantitative trait loci detected in cell-lines are often present in primary tissues. 
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Broad-scale recombination patterns underlying proper disjunction in humans. Fledel-
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PRDM9 is a Major Determinant of Meiotic Recombination Hotspots in Humans and 
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Using environmental correlations to identify loci underlying local adaptation. Coop G, 
Witonsky D.B. , Di Rienzo, A , Pritchard JK Genetics 2010. 
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Scrambling eggs: Meiotic drive and the evolution of female recombination rates. 
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The effect of recurrent partial sweeps on patterns of neutral diversity Coop G, Ralph PL. 
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The Capsella rubella genome and the genomic consequences of rapid mating system 
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Complex histories of repeated gene flow in Cameroon crater lake cichlids cast doubt on 
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A Spatial Framework for Understanding Population Structure and Admixture. Bradburd 
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Convergent Evolution During Local Adaptation to Patchy Landscapes Ralph P.L., Coop 
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